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The original article [1] has been corrected.
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Correction: Biol Sex Differ 15, 66 (2024)
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Following publication of the original article [1], the 
authors reported an error in the funding statement.

Incorrect This research was supported and partially 
funded by GV/2020/18, the Institute of Health Carlos III 
(project IMPaCT-Data, IMP/00019), co-funded by ERDF, 
“A way to make Europe”; PID2021-124430 A-I00 funded 
by MICIU/AEI /https://doi.org/10.13039/501100011033 
and by FEDER, UE.

Correct This research was supported and partially 
funded by GV/2020/18, the Institute of Health Carlos III 
(project IMPaCT-Data, IMP/00019), co-funded by ERDF, 

Biology of Sex Differences

The online version of the original article can be found at https://doi.
org/10.1186/s13293-024-00640-0.
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